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Rates of antimicrobial resistance have been increasing in bacteria responsible for community-acquired respiratory tract infections, due to the irrational use of antibiotics, the augmented resistance of bacteria may result in increase in morbidity and mortality with time.

Common etiologic pathogens associated with community-acquired respiratory tract infections (RTIs), including Haemophilus influenza, Streptococcus pneumonia, Moraxella catarrhalis, and to lesser degree, Streptococcus pyogenes, and Staphylococcus aureus show this kind of problem. There is a significant growth of challenge to clinical practitioners due to the morbidity and mortality associated with the RTIs caused by these pathogens.

Treatment of RTIs is conducted primarily with the usage of antimicrobial agents; therefore it is essential to get an overview of the susceptibility state of these bacteria. As the number of antibiotic-resistant strains of bacteria rises, it becomes crucial that decisions about the use of antibiotics should be based on sound evidence.

The aim of this study was to investigate the prevalence of bacteria species isolated from nasopharynx of patients with respiratory signs and to determine their antibiotic susceptibility.

Materials and methods. We analyzed the results of the local microbiological   monitoring that included the study of biological material of patients with RTIs as well as the dynamics of the isolation of major pathogens and their sensitivity to major antibiotics. We retrospectively analyzed the distribution and antibiotic resistance pattern of all the pathogenic microbial isolates cultured from upper respiratory tract aspirations. History   of disease of 168 patients with acute upper respiratory tract infections who were treated  in “Kharkiv Municipal Clinical Hospital No 30” was examined. 

Results. One hundred and eighty strains of opportunistic microorganisms were isolated  in the study of nasopharyngeal microflora of patients with acute upper respiratory tract infections. Gram-positive cocci were the most frequent isolates (175 isolates- 97.2%), followed by Gram negative bacilli (5 isolates- 2.8%). The leading role belonged to S.pyogenes (40.5%) and S.epidermidis (33.3%). S.aureus (12.8%) and S.pnuomoniae (10.6%) were next, and finally K.pneumoniae (2.8%).

Research of sensitivity of selected strains to antibiotics in vitro showed that the majority of the tested isolates were susceptible to fluoroquinolones (levofloxacin, ciprofloxacin, ofloxacin) as well as cephtriaxone. All tested S.aures and S.pneumoniae isolates revealed a susceptibility to levofloxacin as well as 98.6% of S.pyogenes and 80% of K.pneumoniae isolates. From 91-100% of isolates were susceptible to cephtriaxone.

Cephtazidim was the agent to which the greatest percentages of Gram-positive cocci were resistant. 52.2% of S.aureus, 47.4% of S.pneumoniae, 45% of S.epidermidis and 30.1% of S.pyogenes were resistant to cephtazidim.

All tested isolates were characterized by multi-resistance; the resistance was against 2-8 relevant antimicrobial agents.

Thus, we demonstrated the role of local monitoring and knowledge of the “drug history” in achieving of effective beginning of experimental antibiotic therapy.

Conclusions:

1. Opportunistic microorganisms, such as S.pyogenes, S.pnuomoniae S.epidermidis and S.aureus are present together with the facultative anaerobic microfloras of nasopharynx of patients with acute upper respiratory tract infections.

2. A high level of resistance to antibiotics of therapeutic purposes is characteristic of bacteria isolated from the patients with acute upper respiratory tract infections.

3. For the treatment of acute upper respiratory tract infections cephtriaxone ,levofloxacin, ofloxacin ,ciprofloxacin, and can be used as the drugs of choice.

