Association of polymorphisms ADIPOR2 gene with CVR in patients with non-alcoholic fatty liver disease
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The steatosis can act as an independent risk factor for cardiovascular events (CVE). The association of polymorphic genes that determine the development of steatosis and cardiovascular risk (CVR), insufficiently studied.

Objective: To study the distribution of genotypes and allele frequencies of rs 1044771 polymorphic marker of ADIPOR2 gene in patients with steatosis and to assess relationships with CVR. 

Design and Methods: The study included 98 patients with steatosis, the average age was 38.4 ± 6.12 years. The control group consisted of 30 healthy volunteers. 

Results: The frequency of alleles and genotypes of rs 1044771 polymorphic marker ADIPOR2 gene distribution among patients examined were as follows: T allele carrier was noted in 44% of cases and C allele carriers - 56%. Thus in patients with steatosis TT genotypes were in 31.7%, CT genotype - in 39.02%, and the SS - in 29.27% of cases. The carriage of the minor homozygous variant TT rs 1044771 polymorphic marker ADIPOR2 gene was associated with a higher risk of CVE in patients with steatosis - OR = 2.12, 95% confidence interval (CI) [1.37-3.10], p = 0. 0034. Patients with the TT genotype had significantly higher rates of % of visceral and liver fat. Conclusions: ADIPOR2 gene polymorphism in patients with steatosis was studied. The carriage of the TT genotype polymorphic marker of ADIPOR2 gene is associated with increased CVR and also is associated with the accumulation of fat in the liver.
